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Localization of the Tpi gene оп Z chromosome of the silkworm[] Bombyx mori by 


real-time quantitative PCR 
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Abstract[] The ratio of copy number between Bm Tpi and DH-PBANT[] which is located on the 11th chromosome was 


detected with the real-time quantitative PCR technique. It was 1.0 in males and 0.5 in females. The ratio of copy 
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number between Вт Tpi and Вт Kettin[] which is located оп Z chromosome[] was same in males and females. This 
indicated that the copy number of Вт Tpi was equal to that of Вт Kettin in the silkworm genome[] i. e. one copy in 


females and two in males. The results suggest that Bm Tpi is located on Z chromosome in the genome of silkworm. 
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Fig. 1 The graphs of real-time quantitative PCR fluorescence 









































profiles against cycle number with the difference of 
relative fluorescence number for the ten-fold from 


10? to 10° copies of the Bm Tpi 
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